Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.050; wR factor = 0.143; data-to-parameter ratio = 12.7.
In the title zwitterion, C 15 H 13 NO 4 , obtained from the condensation of 5-aminosalicylic acid and 4-methoxybenzaldehyde, the 4-hydoxyanilinic group of the 5-aminosalicylic acid moiety and the 4-methoxybenzaldehyde moiety are twisted with respect to one another, making a dihedral angle of 10.37 (7) . The carboxylate group makes a dihedral angle of 5.7 (2) with the parent 4-hydoxyanilinic group. An intramolecular O-HÁ Á ÁO hydrogen bond forms an S(6) ring motif. In the crystal, intermolecular C-HÁ Á ÁO and N-HÁ Á ÁO hydrogen bonds with R 2 1 (7) ring motifs link the molecules into infinite chains extending along the c axis. The occurence of slippedstacking between symmetry-related aromatic rings reinforces the packing.
Related literature
For the related structures, see: Ashiq et al. (2010) ; Bryan et al. (1978) . For graph-set notation, see: Bernstein et al. (1995) . For stacking, see: Janiak (2000) . 
Data collection
Bruker Kappa APEXII CCD diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2005) T min = 0.982, T max = 0.987 9561 measured reflections 2320 independent reflections 1583 reflections with I > 2(I) R int = 0.031 Refinement R[F 2 > 2(F 2 )] = 0.050 wR(F 2 ) = 0.143 S = 1.02 2320 reflections 182 parameters H-atom parameters constrained Á max = 0.28 e Å À3 Á min = À0.18 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). The dihedral angle between A/B is 10.37 (7)°. The carboxylate group C (O1/C1/O2) is oriented at a dihedral angle of 5.73 (24)° with the parent group A (Fig. 1) . The title molecule is closely related to p-[(p-methoxybenzylidene)amino]phenol (Bryan et al., 1978) and N-benzyl-N'-{6-[(4-carboxylatobenzyl)aminocarbonyl]-2-pyridylmethyl}guanidinium (Ashiq et al., 2010) The values of the C═O bond [1.241 (2), 1.269 (3) Å] are in agreement with the value, 1.235 (3) (Ashiq et al., 2010) . In the title compound S(6) ring motifs (Bernstein et al., 1995) , is formed due to intramolecular H-bondings of O-H···O type (Table   1 , Fig. 2 ). There exist R 2 1 (7) ring motif due to intermolecular H-bondings of C-H···O and N-H···O types linking the molecules to form infinite one dimensional chains extending along the crystallographic c-axis.
The occurence of slippest π-π stacking (Janiak, 2000) between symmetry related aromatic rings play an important role in stabilizing the packing.
Experimental
Equimolar quantities of 5-aminosalicylic acid and 4-anisaldehyde were refluxed in methanol for 30 min resulting in clear brown solution. The solution was kept at room temperature which affoarded light brown prisms after 72 h.
Refinement
All H atoms attached to C atoms and N atom were fixed geometrically and treated as riding with C-H = 0.95 Å (methyl) or 0.93 Å (aromatic) and N-H = 0.86 Å with U iso (H) = 1.2U eq (C aromatic or N) or U iso (H) = 1.5U eq (C methyl ). H atoms of the hydroxyl group was located in difference Fourier maps and included in the subsequent refinement using restraints (O-H = 0.85 (1) Å) with U iso (H) = 1.5U eq (O). In the last cycles of refinement this hydrogen was treated as riding on its parent O atom. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (9) 0.0315 (7) 0.0028 (7) 0.0135 (6) 0.0023 (6) O3 0.0447 (8) 0.0827 (11) 0.0461 (8) 0.0220 (7) 0.0127 (7) −0.0035 (7) O4 0.0628 (10) 0.1237 (15) 0.0748 (11) 0.0473 (10) 0.0358 (9) 0.0216 (11) N1 0.0403 (8) 0.0448 (9) 0.0360 (8) 0.0020 (7) 0.0176 (7) −0.0029 (7) C1 0.0401 (10) 0.0465 (11) 0.0365 (10) −0.0018 (9) 0.0189 (9) 0.0033 (8) C2 0.0337 (9) 0.0390 (10) 0.0332 (9) −0.0022 (8) 0.0157 (8) 0.0026 (8) C3 0.0361 (9) 0.0522 (12) 0.0392 (10) 0.0055 (9) 0.0147 (8) 0.0013 (9) C4 0.0436 (11) 0.0728 (14) 0.0321 (10) 0.0118 (11) 0.0046 (9) −0.0036 (10) C5 0.0472 (11) 0.0620 (13) 0.0345 (10) 0.0066 (10) 0.0120 (9) −0.0085 (9) C6 0.0360 (9) 0.0402 (10) 0.0388 (10) 0.0019 (8) Symmetry codes: (i) -x, 1-y, -z, (ii) -x, -y, -z. Notes: (a) distance from one plane to the neighbouring centroid; (b) angle subtended by the intercentroid vector to the plane normal. For details, see: Janiak (2000).
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